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 Table S1. Description of Magnaporthe oryzae genes analysed in this study. 
 
Locus M. oryzae Gene 
Name 
Reference Molecular function Function reference 
MGG_00040 GHT2 1  
a
 High affinity glucose transporter  2 
MGG_01446 RGT2 1 
a
 High affinity glucose transporter  3 
MGG_10508 HXT1 1 
a
 Low affinity glucose transporter  4 
MGG_09289 HXK1 1 Hexokinase 2 5 
MGG_00623 HXK2 1 
a
 Hexokinase 1 6 
MGG_03041 GLK1 1 
a
 Glucokinase 7 
MGG_00189 PRN3 1 a -1-pyrroline-5-carboxylate dehydrogenase 8 
MGG_00625 GNI1 1 
a
 Glucosamine 6 phosphate 
isomerase/deaminase 
9 
MGG_01404 XYR1 1 
a
 NAD(P)H-dependent D-xylose reductase 10 
MGG_03123 MDT1 1 MATE-family efflux pump This study 
MGG_03880 ADH1 1 
a
Alcohol dehydrogenase 11 
MGG_04895 ICL1 1 Isocitrate lyase 12 
MGG_02653 PFK1 1 
a
6-phosphofructokinase 13 
MGG_08895 FBP1 1 
a
Fructose-1,6-bisphosphatase 14 
MGG_03670 SPM1 1 Vacuolar serine protease 15 
MGG_05871 PTH11 1 Integral membrane protein 16 
MGG_09272 ß-glucosidase 1 1 
a
Cell wall degrading enzyme 17 
MGG_05529 feruloyl esterase B 1 
a
Cell wall degrading enzyme 17 
MGG_10712 exoglucanase 1 1 
a
Cell wall degrading enzyme 17 
MGG_06062 NIA1 1 Nitrate reductase 18 
MGG_09926 G6PDH 1 Glucose-6-phosphate dehydrogenase 18 
MGG_00604 TUB2 1 Tubulin  chain 19 
MGG_03982 ACT1 1 Actin 20 
a 
Putative function based on sequence homology. 
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Table 2 (cont.)
 Table S3. Extragenic suppressors of nut1 strains generated by Agrobacterium tumefaciens-mediated mutagenesis. 
 
Selection Media Parental 
strain 
Suppressor strain Locus Gene Molecular function 
10 mM Glucose    
10 mM Proline 
nut1  nut1 Supp 3121022 MGG_03123 (1) MDT1 Multidrug and toxin extrusion (MATE) protein-
1 (2) 
10 mM Glucose     
10 mM Proline 
nut1  nut1 Supp 3121023 MGG_03123 (1) MDT1 Multidrug and toxin extrusion (MATE) protein-
1 (2) 
10 mM Glucose     
10 mM Proline 
nut1  nut1 Supp 3121025 MGG_03123 (1) MDT1 Multidrug and toxin extrusion (MATE) protein-
1 (2) 
10 mM Glucose 
10mM Glucosamine 
nut1  nut1 Supp 3121042 MGG_03123 (1) MDT1 Multidrug and toxin extrusion (MATE) protein-
1 (2) 
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 Table S4. Magnaporthe oryzae strains used in this study. 
 
Strains Genotype Reference 
Guy11 Wild type  1 
tps1 Trehalose-6-phosphate synthase 1 deletion mutant of Guy11 2 – 5 
nut1  Nitrogen metabolite repression mutant of Guy1 4; This study 
tps1 nmr1 NmrA-like family member deletion mutant of tps1 4 
tps1 nmr2 NmrA-like family member deletion mutant of tps1 4 
tps1 nmr3 NmrA-like family member deletion mutant of tps1 4 
nmr1 nmr2 
nmr3 
Triple NmrA-like family member deletion mutant of Guy11 4 
tps1::R22G Complementation of tps1 with TPS1 gene variant encoding 
the amino acid substitution R22G 
3 
tps1::Y99V Complementation of tps1 with TPS1 gene variant encoding 
the amino acid substitution Y99V 
3 
tps1 nut1 Trehalose-6-phosphate synthase 1 deletion mutant of nut1 This study 
nut1 3121022 Extragenic suppressor of nut1 resulting from Agrobacterium 
tumefaciens-mediated disruption of MDT1 
This study 
nut1 mdt1 MATE-family efflux protein deletion mutant of nut1 This study 
mdt1 MATE-family efflux protein deletion mutant of Guy11 This study 
mdt1 MDT1 Complementation strain of mdt1 resulting from integration of 
full length MDT1 gene and native promoter into the genome of 
strains carrying the mdt1 gene deletion. 
This study 
tps1 mdt1 MATE-family efflux protein deletion mutant of tps1 This study 
hxk1 Deletion mutant of yeast Hxk2 homologue 3; This study 
hxk2 Deletion mutant of yeast Hxk1 homologue This study 
glk1 Deletion mutant of glucokinase 1 6; This study 
zap1 Zinc-responsive Activator Protein deletion mutant of Guy11 This study 
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Magnaporthe grisea. EMBO J 22: 225 - 235. 
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 Table S5. Oligonucleotide primers used in this study. 
 
Gene Primer Sequence 5’ – 3’ 
ILV1
a
  M13F:IL
c d
CGCCAGGGGTTTTCCCAGTCACGACGTCGACGTGCCAACGCCACAG 
 ILSplit
c
  AAGCATGTGCAGTGCCTTC 
 M13R:LV1
c
 
e
AGCGGATAACAATTTCACACAGGAGTCGACGTGAGAGCATGCTAA 
 LV1Split
c
 CGCCCGGCCGACATCC 
bar
b
 M13F:BA
c
 
d
CGCCAGGGGTTTTCCCAGTCACGACGTCGACAGAAGATGATATTGAAGGAG 
 BaSplit
c
 GAGCCCAGTCCCGTCCG 
 M13R:AR
c
 
e
AGCGGATAACAATTTCACACAGGACTAAATCTCGGTGACGGGCAGG 
 ArSplit
c
 CGCCCGGCCGACATCC 
NUT1
f 
LF5’ GCTGTGAATGATTCTCCCCCTTCC 
 LF3’  
d
GTCGTGACTGGGAAAACCCTGGCGTGTTGCGGCTGGATCCTTTATTC 
 RF5’  
e
TCCTGTGTGAAATTGTTATCCGCTACTTCTCCCCCAAAACAACAGG 
 RF3’  CGGATAGACTAGATGTTTTTTTTTCTTTCTTT 
 NesF  CTCCGGCCGTGAATGAATTGTG 
 NesR   TCCCCCTTCTTCACTTCTTTTCCTAG 
HXK1
f
 LF5’ GAACAGAACATCATGGCGGTTGG 
 LF3’  
d
GTCGTGACTGGGAAAACCCTGGCGGTGCCTGTTCAGTATTCTCAGTCAGTTTC 
 RF5’  
e
TCCTGTGTGAAATTGTTATCCGCTGACCCAAAGAAGATTGAGAAGCTGC 
 RF3’  CTTTGCAGGCCAGTCGAGGATC 
 NesF  GGTCACTCAAGGGCAACTTTCTTTACT 
 NesR   CCTGAGGGCCTGGGCACC 
HXK2
f
 LF5’ GTACTGGTAGTTTATGTATAGGTAGGTAGGCACTC 
 LF3’  
d
GTCGTGACTGGGAAAACCCTGGCGGGCTGCATGACACCGGGAGAC 
 RF5’  
e
TCCTGTGTGAAATTGTTATCCGCTGAAACACTCAAATCGGCGTCAGAG 
 RF3’  GACGCGACCGAGATCCAGCTC 
 NesF  GTAACAGGACTAGACTAGGCTTCATTGCTC 
 NesR   GCTCTAGTCTCCTGTGCGAATGGC 
GLK1
 f
 LF5’ GAGCCCAGTCAAACGTTGTATTCG 
 LF3’  
d
GTCGTGACTGGGAAAACCCTGGCGCTTGAGGGGTCTCGAGGTCGG 
 RF5’  
e
TCCTGTGTGAAATTGTTATCCGCTGACAGTATTGGAAGTCATGAGCGCG 
 RF3’  GGAGGTGGTGCTGTGCAGACG 
 NesF  CTTCGCCTAGCCGTGCCG 
 NesR   GCGCCACATATTCCCCGTACC 
MDT1
f
 LF5’   CCCGAACCCACAGGAGCTACAA 
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 LF3’  
d
GTCGTGACTGGGAAAACCCTGGCGGAAAAAGACAACATAAAGCACCAGCAG 
 RF5’  
e
TCCTGTGTGAAATTGTTATCCGCTGCCTCCAAAACCATGATCGTCTG 
 RF3’  AAAGTTAGGTGATCTCATTGGAGCCC 
 NesF  GCCAACTCGAACGATATGCTGACT 
 NesR   GCCCCAAAGCACCTACAGCCT 
GHT2
g 
qGHT2-F CATCAACCGCCGCACCAAG 
 qGHT2-R CTTGGCGTGGTCGTGGTTGA 
RGT2
 g
 qRGT2-F GCTCGCCTTCGCCTACTTCCT 
 qRGT2-R TCCTCCTTGGCAGACTCGGTG 
HXT1
 g
 qhxt1-F TTGCTTGGTTATTTGACGGGGAG 
 qhxt1-R GACCTTCTTCTCATCAGCCACGC 
HXK1
 g
 QRT-Hxk1 F  GAACTACCGCTCTTGCCATGTGG 
 QRT-HXK1 R  TCACTTAAAGTTCTCTGGGTTGCTGATG 
HXK2
 g
 QRT-Hxk2 F CAGGAGACTAGAGCCGAGCTGGAT 
 QRT-Hxk2 R TTCAAGACACGCCAGCGCC 
GLK1
 g
 qGLK1-F GCTGTGGTCCTGAAGACGGGC 
 qGLK1-R GCACTCTTCTCCATCTCAGCCG 
PRN3
 g
 qPRN3-F CTACGATGACGACCTTCACGGC 
 qPRN3-R TCCACTCGCCCTGCCACC 
GNI1
 g
 Gni1 qPCR-F CGTCTCGCCGGACCTGGTTC 
 Gni1 qPCR-R ACAAGCTGGGTCGAGACAAACG 
XYR1
 g
 qXR1-F CCCTCTTCACCCACCCCACC 
 qXR1-R GATGTAGATGGGAGGGCTCAGGTC 
MDT1
 g
 RT-Mat1 F1 GCCAACTCGAACGATATGCTGACT 
 RT-Mat1 R1 GCCCCAAAGCACCTACAGCCT 
TUB2
 g
 QRT-PCR b-tub F2  CGCGGCCTCAAGATGTCGT  
 QRT-PCR b-tub R2  GCCTCCTCCTCGTACTCCTCTTCC 
ADH1
 g
 qADH-F ATCACCATCAAGGGCAGCTACG 
 qADH-R TCCCTACGACCTTGCCCTGCT 
ICL1
 g
 qICL1-F AGAGCAACAGGGAAGCCAGAGC 
 qICL1-R GCTGCTCACACCACCCGTCA 
PFK1
 g
 qPFK-F CCGATGAAGGAGGTGGAGGACA 
 qPFK-R CAGTCCACGTTTGACATCTTTAGCC 
FBP1
 g
 qFBP-F CCGCCCCTAACCTTTTGAAATACT 
 qFBP-R CTTTACTTTTTCAACCTCATCCCAGC 
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 3 
SPM1
 g
 MGG_03670R TCTTCGACTCTGTGAACGATGCCT 
 MGG_03670F GTGAGGATGAGAGACTTGAGCT 
PTH11
 g
 QRT-PCR Pth11F1 GCGTCCGACGTTCCCGAC 
 QRT-PCR Pth11R1 GCTGAGAACGTCGATGGGGATCT 
ß-glucosidase 1
 g
 CWDE1 F1 GACCCGCCCGTCGTCCT 
 CWDE1 R1 GTTCAGGTCAGCACTCAGATGGAGC 
feruloyl esterase B
 g
 CWDE2 F1 CCTATGACCGCGTCGCCG 
 CWDE2 R1 CTACCCCATTCCACTTTGACCTGTGC 
exoglucanase 1
 g
 CWDE3 F1 CTAAGCTCAACGCCGCCTACG 
 CWDE3 R1 CCAATGGGGCCGAACCG 
NIA1
 g
 Nia1F1 TGGCAACCGAACAGAGGAAGAC 
 Nia1R1 TCAGAAAAACAACAAATCATCATCCTT 
G6PDH
 g
 G6PDHF1 GATCCCTGAGGCTTACGAATCATTGA 
 G6PDHR1 TCAGAACTTGTTAGCGTGCAGCG 
ACT1
g
 MgActinF  AGCGTGGTATCCTCACTTTGCG 
 MgActinR  TCATCTTCTCTCGGTTGGACTTGG 
Hph 
h 
Hyg 5’ Fw 
i 
GAAAAAGCCTGAACTCACCGCG 
 Hyg 5’ Rev 
i
  CGCGGTGAGTTCAGGCTTTTTC 
 Hyg 3’ Fw 
i
 ACCGACGCCCCAGCACTC 
 HYG 3’ Rev 
i
  GAGTGCTGGGGCGTCGGT 
MDT1 MAT1-GF
J k
TATAGGGCGAATTGGGTACTCAAATTGGTTGTGATTTCAAACCATGCGAACCTT 
 MAT1-GR
J
 
k
CCCGGTGAACAGCTCCTCGCCCTTGCTCACCTGACACTGCCATTGCCAATATTG 
 
a
 Encoding the sulphonylurea resistance cassette [1].  
b
 Encoding the bialaphos resistance marker [2]. 
c
 Primers used to amplify the selectable 
marker for split marker deletion ([3] and Figure S5).  
d 
M13F sequence, highlighted in bold, is upstream of the gene specific sequence [3].
  e 
M13R 
sequence, highlighted in bold, is upstream of the gene specific sequence [3].  
f
 Primers for splitmarker deletion construct [3].  
g
 Primers used for 
qRT-PCR analysis.  
h
 Encoding the hygromycin resistance cassette [4].  
I 
Primers for inverse PCR.  
J
Primers for mdt1 complementation. 
k
 
Underlined sequence is homologous to the XhoI site flanking sequences on the yeast vector pDL2 [5]. 
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